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Claim Listing 

That which is claimed is: 

1 (Wiihdrawn)A method lo determine the optimal length of an infimunobiologically- 
activo liner peptide epitope of a polypeptide, the method comprising the steps of: 

a) providing a curve characterizing the hydrophilicity and/or hydrophobicity 
of the linear sequence of amino acid residues of a polypeptide; 

b) generating at least one potential epitope set comprising at least one 
potential epitope by fitting a window of the curve or step (a) to a mathematically 
generated continuous curve, the continuous curve having repeating values at regular 
intervals with at least a maximum positive value, the window containing a specific 
number of amino acid residues and the window is lagged through the curve of step (a); 

c) increasing the number of residues in the window after each lagging; 

d) determining and ranking potential epitopes for each set by selecting 
potential epitopes having a positive-fit correlation value determined by fitting curves in 
step (b) thereby providing a set of ranked potential epitopes for each window of residues 
used in step (b) F the most positive-fit correlation value ranked first in each potential 
epitope set; 

e) examining the positioning of at least the highest ranked potential epitopes 
of each set relative to the linear sequence of the plot of step (a) to determine at least one 
set of potential epitopes that exhibit alternating positioning about an equilibrium position 
wherein the ranking values of the potential epitopes coverage towards or diverge away 
from the equilibrium position; and 
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0 designating the potential epitopes of the set having the most alternating 
ranking values that coverage or diverge as the immunologically active epitopes which has 
an optimal length equaling to numeric value of amino acid residues in the potential 
epitopes. 

2. (Withdrawn) The method according to claim 1 whereiu the mathematically 
generated curve is generated hy a negative cosine curve function, 

3, (Withdrawn) A method to determine the optimal length of an 
immunobiologically active linear peptide epitope of a polypeptide characterized by a 
hydrophobic-hydrophilic-hydrophobic motif, the method comprising the steps of: 

a) assigning an average hydropathy value to each amino acid of the 
polypeptide; 

b) generating a hydrophilicity plot using the average hydropathy value of 
each amino acid; 

c) fitting the curve segment of the hydrophilicity plot to a negative cosine 
function, wherein a specific period number values of the negative cosine function equates 
to the number of amino acids in the curve segment, the period number increasing within a 
predetermined chosen period number range after each sequential lagging through the 
hydrophilicity plot thereby providing fit-correlation values for each curve segment across 
the linear sequence when using the specific period number value; 

d) generating a potential I lo-Hi-Ho epitope set for each specific period 
number value within the chosen period number range, wherein each potential Ho-Hi-Ho 
epitope set contains potential Ho-Hi-Ho epitopes that have a fit-correlation value; 
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e) ranking each potential Uo-Hi-Ho epitope in the potential Ho-Hi-Ho 
cpHopc set according to positive fit-correlation values wherein the epitope having highest 
positive-fit correlation value is ranked number one thereby providing ranked Ho-Hi-Ho 
potential epitopes for each specific period number value; 

f) examining the positioning of at least the highest ranked Ho-Hi-Ho 
potential epitopes of each set relative to the linear sequence or the plot of step (a) to 
determine at least one set of Ho-Hi-Ho potential epitopes that exhibit alternating 
positioning about an equilibrium position wherein the ranking value of Ho-Hi-Ho 
potential epitopes coverage towards or diverge away from the equilibrium position; and 

g) designating the Ho-Hi-Ho potential epitopes of the set having the most 
alternating ranking values that coverage or diverge as the immunologically active 
epitopes which have an optimal length equating to numeric value of amino acid residues 
in the potential epitopes. 

4. (Withdrawn) The method according to claim 3 wherein said hydrophilicity curve 
is generated using Kyte-Dooliltle hydropathy values with reserved signs. 

5. (Withdrawn) The method according to claim 3 further comprising choosing the 
potential epitope set having the highest fit correlation value found in step (c) if more than 
one potential epitope set exhibits the same number of alternating ranking as examined by 
step (1). 

6. (Withdrawn) A Ho-Hi-Ho epitope of a polypeptide, said Ho-Hi-Ho epitope 
characterized by a hydrophobic-hydrophilic-hydrophobic motif having a optimal length 
of amino acid residues determined by method of claim 3. 
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7. (Withdrawn) The Ho-Hi-Ho epitope according to claim 6 wherein the ammo 
acid residues arc altered by replacing amino acids to increase or decrease the fit 
correlation between the hydrophilicUy curve and the negative cosine curve thereby 
increasing or decreasing the affinity for the epitope by immune components. 

8. (Withdrawn) A method for determining the viability of a protein comprising; 

a) finding the immunobioJogically active epitopes of a polypeptide and their 
optimal length according to the method of claim 3; and 

b) comparing the optimal length found in step (a) to the optimal length found 
in antipolypeptidc antisera. 

*). (Withdrawn) A antisera specific for a Ho-Hi-Ho epitope of contiguous amino 
acid residues from a polypeptide wherein said epitope is defined by a motif of two 
hydrophobic and on hydrophilic regions arranged in the following manner 
hydrophobic hydrophilic hydrophobic 

wherein said epitope has an optimal length of amino aci<l residues determined by method 
of claim 3. 

10. (Withdrawn) An antigenic composition comprising a Ho-Hi-Ho epitope of 
contiguous amino acid residues from a polypeptide wherein said epitope is characterized 
by a hydrophobic-hydrophilic-hydrophobic motif having an optimal length of amino acid 
residues determined by method of claim 3. 

M.( Withdrawn) The antigenic composition comprising a nucleic acid molecule 
coding for a Ho-Hi-Ho epitope of contiguous amino acid residues from a polypeptide 
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wherein said epitope is characterized by a hydrophobic-hydrophilic-hydrophobic motif 
having an optimal length of amino acid residues determined by method of claim 3. 
| ^^^(ciirrcntly amended) A diagnostic Un i ting - method for detect ing n protein of 
known sequence comprising thu steps of : 
{*) p roviding a cample; 

fn) c ontacting - oaid sample - with antiaera opooifio - for - a Mo Hi Ho epitope of 

c ont i guous am i no acid r esi du e s from -a polyp e ptid - e wh e r ei n said epitope i s 

l ength of am ino ac i d r e sidues det e rm i ned by o method com pr ising the ctops-eft 

fry- assign i ng an average hydropathy - value (a each — a mino n oid of a 
p olyp e ptide; - 

H- g e nerating a hydroph i lio i ty plot using th e average - hydropathy value of 

o)- fitting a ourv e segment of th e hydrop hi l i oity plot to n n e gativ e cosme 
Amoti o n, whoroin o sp e cific p e riod number value of the n e gative oor . ino 



perio d number increaoing within a predetermined chosen p e riod number 
ran ge after e uuh s equential lagg i ng through the hy d rophilioity plot th e r e by 
provid i ng lit corre l at i on values for each - ourvo Gegm e nt a cross the l ino ar 
n e qu o noo when uning the - specific period Bomb e r va l u e ; 
d>- generating n po lo ntin) Ho Hi Ho o pito p o g e t for oa o h - flpeci fie perio d 
numb e r value - w i th i n th e chooon period numb e r value within the chosen 
p e r i od - numb e r range, — wher e in e aoh potential Ho Hi Ho epitop e r » ot 
contains pot e ntial Ho Hi 1 l o e pitopes Uiat - hnvo a fit - corre l at i on va l u e; 
e)- ranking - e ac h pot e ntial Ho Hi Uo epitope in - th e potential Holli Mo 
e pitope net according to positive fit ■ c orre lation valu es wherein ttw e pitope 

onto 
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tM ^H^»>ko U IT u T li ll n p nli MU i al up i top e r , for ^ae*~^ 

petortid-ef Ht o p o , u f ouu h m l mi o t i c to .h^ k**^* ^ " o r tho pb< o r 
ste^aHo d utu rm i n o aL l u M i m . ,ul of I lo H i H ^eUmtki^pUe^^ 
M t { t ,U u... aiin fl p n Hiionnij, u l.u ul uii uuu. lil i >" i l ir ' n ^ hnn ^ f l w 

diver se away from lh u u g u ilib ii M i u pos i t i on; '™ d 
0. < to . ift . Mt i.i ft ftp H n ffi - U u nu i u ntM . p i t* ; f d.u fiat hn^ th »^ 

Mrti v o- M i it uii uo wh i ch hw v« H> » o ptimal lonftlh n.|i m «i ng to hum a ricH «hM^f 
amino a c i d; r jc i ^ 11 "' ' pnt B nikd - opiton M fi; 
( ii. ) dotootins ih e V. nJ ini; of OB i d a""- " " '° ' p o lyp e ptid e i n r,aid s ample 

„ in ™ m p^maUm ^^ iwth>f linmr cpto oUaiiLmtcin 

aads^L^-rrin mid optininl jmrnmoMP^^ 
chaact^O^J^ hV( trophilir-liY< 1 rophobio -£H p.H i -nft> mot i f 

rfnwiMinHi h v n nr.'*™* comprisii»r the rtvos of : 

...^rr^, ^ hvdrooath^al iiaJg- ^ i rli or^i< l plummy of amino 

nrids ofs^ irf pr"Vi of R nown sequence: 
paecfluM^j^ plot using S ai<L3Kc iag c-byf1rPp;i1 h Y value ; 

ari mr.^ "lura litv of wivfe jgflpnaii^I aMl nydmphilicitY Plot to - 
^ nf a plurality of h norntivc cosine fuaaiojis^^^ 
plnn- fry *r n specific nrriori immofff values o Us nrt pl»rahlv-o I 
nqgiij^ ^iiH- functio ri *n»at es to n pmtirntar ffli™nor of am i no 
^^i n of said pl ura l ity o f cwxftJwmcnft . sa irt jenpd number 
inrn^^c ^ithin ii nre flfff ^miined-chogcn neriod iwmtor range 
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j ]W n sequential -lagianK of ea ch of *»d pena li ty of ™rYft ffigmcnte 
th o ugh . C " H hydrmihilicitv plot therebv-j?rov i d i ot; a flbOTreiation 
far «Mh of sai d pl ur ality o f cu r ve rew ncnts across sti dJSDasai 

^ qii^nctf of saiQrotein w h en iixirtft one of said Plurality of Sa i d 
period number values: 
gg perating a potential Ho-Hi- Ho C Pi tQ PC SCt f or CftCh ttf M l lj l liral i ty of 
fpre i ffr period number va fr ffi* within said chosen Period nu m ber . 
ranijo- whcfcjn_snid potential Ho-Hi-Ho enitQPC SCt COntfl iPS *t Icjifl 
nnn potential Ho-Hi- Ho epitope in which Said flt-CQITClrtiOn jalUSLia 

p^sitiyg; 

ranking each of said poten ti a l Ho-H i-Ho epiloiKS of said potentia l Ho-H i - 
l^o e pitope se t im d a ^ff" in g a ranking valuc-t o_ cac1i of said potent i al 

Ho-Hi-H ft ep ito pes according Xf } said fit-correlation value. jyira fiia 
^jj^l ^tial Ho-Hi-Ho ep i tope with a highest Positive flt-COrrclation 
value is ranked mw rnhcr one, thereby providing a ranked Ho-Hi-Ho. 
po tential epitope for <™h o f fr aid plurality of SPCcillC -D firiQd number 
values; 

examining said ranking value of cwh of said potential Hp-Hi-HP cpilOPffS 
fljjai yrtjn snid hydrop hi licit v_plo_ti o determine a t tost one potential 
^o-Hi-ito epitope gff A"* exhibits alternating nositioniniLjyDaiinolaffl 
sailjil M" m position, wherein a plurality of said ranking valUCP Of Said 
CQtr jI t i n l Hft-ffi-Hfl W™"=T ic towards or diverge away from 

said equilibrium position: and 
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^jr ^nting each of said potentia l Ho- Hi-Hp e pil wre , wherein faid 
r ^\ny valuer exhibit a m ost a l t ernat i ng ranking va l u e th a i convvTKC s 
or divides from s «i<j i equilibrium position as said — optimal 
jmmiinobiolOili^Hy active epitope wherein a numeric value of amino 
n ei^ i n paid potential H^ff'^ft epitnpes is cqnal to one of said 

plural iiv of sperjfir, period number values of said ng«aUYC^o sia£ 

s ynthesizing al least one pgpiidc,corrfisnond in« to at least one of said ppfrnuri 

immiinobiolOJii CflHy Impair epitope; 

S eating at leaslonc antisera a gainst said synthesized orotidre corresponding to at 



lea st one of p aid optimal imm un ob i oloricallv active li near epitope; 

providing st sample to be analyzed for said proieino f known sequence 
contacting said sample with said rt least one antiffcra; and 
detecting a bin din g nf guid nniS^cfft to said protein of said simple, thereby 

indicaring^nfcscncc of said protein in said sample. 

13. (Withdrawn) A method to determine the optimal length of an 
imrmmobiologically-activc linear peptide epitope of a polypeptide, the method 
comprising the steps of: 

a) providing a hydrophilicity and/or hydrophobicity plot generated for an 

amino acid linear sequence of a polypeptide; 
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b) fitting the plot of step (a) to a mathematically generated continuous 
curve thereby generating potential epitope sets which include ranked potential epitopes 
having a specific number of amino acid residues; and 

c) comparing the sets of ranked potential epitopes to other generated data 
to determine the immunobiologically-active linear peptide epitope and its optimal length. 

14. (Withdrawn) The method according to claim 13 wherein tbe other generated 
data of step (c) is selected from the group consisting of: comparing magnitude of 
oscillating behavior, comparing the ranked potential epitopes with other epitopes 
generated by propensity scales, comparing with u previously generated plot and 
combination* thereof. 

15, (Withdrawn) A method to determine the optimal length of an 
immunobiologically-activc linear peptide epitope of a polypeptide, the method 
comprising the steps of: 

a) filling a hydrophilicity and/or hydrophobicity plot generated for the amino 
acid linear sequence of a polypeptide to a mathematically generated continuous curve 
thereby generating potential epitope sets which include ranked potential epitopes having 
a specific number of amino acid residues, the mathematically generated curve having at 
least a maximum positive value; 

b) positioning the ranked potential epitopes for each set on the hydrophil icily 
and/or hydrophobicity plot to determine the oscillating behavior of the numeric value of 
ranked potential epitopes; and 

c) deeming the potential epitopes that exhibit the most alternating positioning 
about an equilibrium position when juxtaposed on the hydrophilicity and/or 
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hydrophobicity plot as the theoretical epitomes and their optimal length corresponds to 
the specific number of amino acid residues in ihe set of ranked potential epitopes. 

16. (Withdrawn) The method according to claim 15 wherein said hydrophiiicily 
curve is generated using Kyie-Doolittle hydropathy values and the mathematically 
generated curve is generated by a negative cosine function having a period number 
equivalent to the window of residues. 

17. (Withdrawn) A Ho-Hi-Ho epitope of a polypeptide, said Ho-Hi-Ho epitope 
characterized by a hydrophobic hydroplu I ic-hydrophobic motif having an optimal length 
of amino acid residues determined by method of claim 16. 

18- (Withdrawn) A antiscra specific for a Ho-Hi-Ho epitope of contiguous amino 
acid residues from a polypeptide wherein said epitope is defined by a motif of two 
hydrophobic and one hydrophilic regions arranged in the following manner 
hydrophobic-hydrophitic-hydrophobic 

wherein said epitope has an optimal length of amino acid residues determined by method 
of claim 15, 

"1 V>. (currently amended) A diagaosti o testing method for detectijag j y>rotein pf 
kflown seq uence comprising the steps of: 

fif - providing - a -s amplo 

(ii) oontoet i ng said namplo with unti i i o ra a poo i iio for a Ho - Hi - 1 lo e pitop e of 
eontigtKm s o m i no acid r ostd uos from a polypeptide whoroin mud epitope is 
oharnot o rw u d b y o hydrophoh io- hydrophi l ic hyd ro phobic motif having opt i mal 
lungtlH> f omino uo i d re si due s d e t e rmin e d a method compr is ing th e M t> ps o l : > 

determining an optimal immunobiolo^icnltv active linear peptide epitope of said 

protein, wherein said protein is comprised of a plurality of amino acids, wherein 
said optimal immunohio1oyic:illv active linear pentidt: tfritope is characterised by 
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ii Hvdfflphohic-Hvdrophihc-Hvdrophobic (Ho-Hi-Ho 1 * motif determined .. by 

method wmprisins drc sligps.ofc 

(a) fitting a hydrophilicityZ ond/or hydrophobicity plot generated for the- said 

am i no uokl linear protein of kno>yn sequence of a po ly pept i de to a 
mathematically generated continuous curve thereby generating flt jeast one 
potential Ho-Hi-Ho epitope sets 5d which includ e in cludes at least one 
ranked potential Ho-Hi-Ho epitopes epitope, wherein one of a plurality of 
a numeric va lue is assigned to each of said potential Ho-Hi-Ho cnitonc set 
gflJOCC^pondulS to a iit-correlation value of S£lid 

hydrophilicity/hydjcophobicity plot toxoid nrnthgrnaticallv Kvacrated 
continuous, curve, wherein said mathematically yencrated continuous 
curve has a period equal to q having a sp e cific m t m het-^f number of 
amino ueid a£id£ f o s kkioo, th e corresponding to the length of said potential 
HO-H i- U 0 epitope, said muthcmatically generated curve having <tf-teast a 
maximum positive value; 

(b) positioning tbe sa id at least one ranked potential Ho-Hi-Ho epitope epitopes 

for o o ch s ot on the said hydrophilicity / and/or hydrophobicity plot to 
determine 4ke afl oscillating behavior of 4he- satd plurality of numeric 
values of sa jd at least one ranked potential J ^o-lli-Ho epitope epitopes; 
and 

deeming the each of said plurality of ranked potential Ho-Hi-Ho epitope 
e pitope that exhibit the a most alternating posit i on cither convergent or 
divergent positioning about an equilibrium position when juxtaposed on 
the said hydrophilicity^ aml/oF hydrophobicity plot as (ho th e or e t i cal 
epitopes said optimal immunobiologieally active linear peptide epitope. 
wherein said optimal immunobiologicallv active linear peptide epitop e and 
their its optimal length corresponds to ih a sp e o i fi o a number of amino aenl 
r e s i du e s acids in the a, set of ranked potential Ho-Hi-Ho epitopes; and 
det e cting th e binding of said tmluwra - U> a- po l ypept i de i n said sampl e 
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synthesizing at least one peptide cor r esponding to at least one of said Optimal 

iro m vnobioio,gically agUxyJUugcar epitope; 
.exc^tinj; 4>t Iva^t-onc ^tisCTLagainst gaid synthesized peptides corxsspoiKlmK to at 

least one of said optimal i mmunobiotoLncallv active linear enitopc: 

providing a sample to be analy^cjjfor said prolan ,of Known scQucncc; 

contacting said sample with said at least one antisem: and 

detecting a bindi ng of said antiscra to said protein of said sample, thereby 

indicating presence of said protein in &aid..sarpplg t 
20. (Withdrawn) A antigenic composition comprising a nucleic acid molecule 
coding for an epitope of contiguous amino acid residues from a polypeptide wherein said 
epitope has an optimal length of amino acid residues determined by method orclairn 1 5. 




(new) Tb.c, method of claim \, wherein said protein is sdcctsd from a group 



consisting of 1L- 1. IL-2. TI^ IL-4. TT -5 TT.-6 r !L-7. IL-8. IL-9. IL-IO. IL-11. 1L~ 
12 IFN-a TFN-|1 I F N-65. CD2. CDXCDA. CDS. CD8. C DI I A r CDl lb. CD1 1c. 
CP 1 6, CO IS , CP2L CP28, C D32. C D34, CD35. CP4 Q, CP4 4 . CD* 5* CD?4 
CD5(\ K2. Kl, Pk Oft. Ma. Mft2, Mffl IMP1. TAP2. LMP7, TAP1. Oft, 1AP. 
lAoi. IHft. TEB2. lE a- CYP21 C4B. CYP21 P. C4A. BF. C2. H SP G7a/h. TNF-a. 
TNF-p-D.L Oi» Tin CQ1.I1A2 DPft?. DPc*2. DPftl. DP 1. ON 2. DO 3. 

DO l. D Q 1PB .PR , HSP-70. HLA-B, HLA-C* HJLA-X. HI,A-B, HLA-J> 

HLA-A. HLA-H. 'H1A-G. HLA-F. NGF_ somatotropin. somatomedins. 

parathormone. F S H.LH. HOP. TSH. THS-rclcasing factor. HGH. CRHft PDGF. 
I GF-L IGF-I1. TGF- . GM-CSF. M-CSf . G-CSF1 .erythropoietin. - 1 ICG. 4-N~ 
acctvl^alactosaminvltransferasc. GM2_ GD2. GD3. MAGE^I. MAGR-I MAGR- 
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1 Mtir.l. MTJC-2. M IJC-1 M1IC-4. MIJC-18. tcam.i. c-CAM Y-CAM. 
H ,A M . NM** FfiFB F - ^'rthmn. N-f!AM. CEA. DCC. PSA. IIcr2-nW. 1JTA A. 
mHifflO f™ antigen n7S K 1<> HKcr ft. pMEL 17. tyrosine related proteins 1 and .2. 
n <)7 , p <j7, PR APC. DCC NF-I. NF-2. WT-1. MF.N-I MKN-TT. BRCA1. VHL. 
FCC. MCC. t:k. mvc. neu. raf-c rh. sre, fms_ j»n. trie, rot, esn. hst. hcl. abil. Clfl. 
Clr. ("Is. CM C? Factor D. F fflfflK R properdin. C3. C5. Co C7 CK C9. CI Inn. 
Fact or H r C4b-bindxnj> protei n DAF. membrane cofhetor protein, imanhvlaloxin 
; n ^tiYT»f^ s p mt „;n hrf ivfTRi .. CRi. CR2. CR3. CR4. C3ii/C4a receptor. HIV 
(ga g, pol. on41 h"> 120 - vi f taL rcY - n di YT T F , Yp l' i V P*X HSV Ribonucleotide 
■rffliycta s ff. - Tlp ICP4 ICPS ICPTS I. AT-rclatcd proteins. <iB. uCLeD^giLJlL 
P D. influenza (hcm i n'lHtt i r'i" n^ roffi rninidaso PB1. PB2. PA.NP.M . ■ ■ NS .. 
MS.) papillomaviruses ( E l F.2. R3. R4. F/Sa. ESb. E6. K7. E8. 1,1. 1,2) adpnOYiniS 
(FlA FIR P.7__ F3 , P4 F.5. T.I , I ? r , j,\ T * T.5V F.pslein-Barr Virus (EBNAL 
Hepatitis B vjnis r ( |u ;p27\ gpSft' ■ gP 4 ? ' n7 - 7 - c *1 imd nuclear matrix protein 
ij ^) (nnw ) The method of clajjm f^. wh erein said nroteiii is selected from A grOUP 
consisting of" -1 TT .7 if-S IT.^t. II..S. 11^6. TI.-7. H-8. 11,-9 IMP. 11,-1 1. II,- 
1 7 TFN-<». IKN-p lFN-6*>. CD? rm.rM. CDS CDS -TP! 1 A CD1 lb. CD1 Ic. 
CDI6. CD18. Cn?1 CD2R Cm2. C TVU Cms CD40. CD44. CD45. CD54 
Cp.Sft K? Kl PR.Qa.M rY M^7 Mftl f MP1 TAP? T.MP7 TAPI. OR. TAB. 
IA» TF.p. IF. ft2. IKo. CYP?1- C4B. CYP 71P C4A BF C2. HSP. G7a/b. TNF-a. 
TNF-fl PL On. Tin. COL11A7.. DPft2. DPrt2. PPD1. DP 1 , DN 2. P_Q_3, 
HQ I DO 1DR -PR . HSP -70 r HLA -ft HLA-C, 1HA-X HI.A-R. HI.A-J. 
HI.A-A HI A-H HT.A -^. TTT ,A-F. Nf^ F somatotropin, somatomedins. 
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Paratho r mone . FSH , f.ti , F,(rF T SH TrTS -rdcnsin ff fw HfiH rair? pn^ F 
IGF-]. TffF-lf, TC,F. QM-rSF M rsv C-rsPi .^.K^ rTin .„ rfi ^ 

a g . ctvl r . H^t^minY l trimsfrf n sr r,M2. ffl>2 r T pV nta gh-i mac.p.? H Ar. F . 
^lUCU^J^2^dUC.3. Muc^i M nr_,a ]rA M _, r ^ AM v _ rA M 
£LAM.NM?1 F,<pFF F-ndhmn MPAM r* A p p r , PSA rw>_ i n , m ^ 
melanoma nnn>™ p7? kiq nicer s. mum, i? ty^ n™ r — j m , n r , 
i>97.n^ rr apt, nrr. nf .o T ^ , Vffl 
FCC , Mq- n^ , mvc . new rar rrfr s JC , f ms . j„ n frk ret , h „ M nHt ^ 
Clr . CTs C4 C 7, Fwto r E> . Factor B properdin r: ?, <: c.6 crj , CK C° Hhh 
Easl or h . C4f>-h i ndiny protrin OAF me m to cofVto r nmtrin ^ rWuin 
iBag tiVMtorSmnfcih.HRFMiin. r P fl rp ? f P 4 , nil/rd! , w ,^ r m y 

toUPO l . 0P4I. mJ?0 vif t«L rev, m»f » ? r Vft „ vp vl USV rrih ft nnrl^ t1f< f 
^^^^ of v t , n ^ 

gainfkeaz a (hcmaduttmin n^ ^ n m iT1 j ^ f pp j p p ? PA wp ^ f£_ ^ 
M&l Wp il lomnYirowafP.l F ? F? F4 . . E Sa.ESb.B 6 .J B2J3.Li. 1.2V .,H^vi m 
(E1A.RIB F,? F* F5 n r? M n m Pp ^ l V R ?rr v;niWFRNIA , . 
Hepatitis P virus, f irr,27- < V W ^ ^ ^^n , ^^,^ 
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Applicant respectfully contends that the Notice of Non-Compliant 
Amendment has been addressed and that this application is therefore in a 
condition of allowance and respectfully rquests that the application be passed to 
allowance. 



Dated: Respectfully submitted, 



Joseph J. Boinski, Esquire 
Reg. No. 51,482 
Attorney for Applicant 
The Bilicki Law Firm, P.C. 
Furniture Mart Building, Suite 1000 
1 1 1 West Second Street 
Jamestown. NY 14701 
Tel; (716) 664-5600 
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